Dm CG12200

X, 18C7

Canton S sequence (changes from FlyBase in red)

atgtttcgag tgcattgcaa caagtgcttc cgtcatcgca aaactgatcc ggccgtgccc ttccacttga cccagtgccg gcacgtgatc tgcggcccct  100

gtttgggcca atcctcgcta gaaaagaact gcccgctatg cggccaggtg ctcaaagcga tccagatcaa ccgggacatg ccaactagcg tggccaatta  200
cttcgaggat cccctgcgat tccagcagat ctaccgcaag atctcaaagt tccaagcgga ccagcgagca tcggacaacc tgggtttcta ccgtcagttg  300

cagcagctgg agcagaacaa gcgccagctg gagggctttt gcaagatgga ggcgcagctg aaccagaagg tcgtggagga aaagaagcga atcgccgaac  400
tgcgcaccta catcgcttac cacgagaatg cgcagaggat gacgaggcgc cggcacagtg caggtgagag attccatacg ccggagttca aggaggcctg  500

gaacacctct atcagcactt cggacaaatc gccgtcggat atgccttctg atagctcccg ccggtccgcg gatttggata cccagtcaac gcggagaaga  600

tcttttggca gcgacactaa aggctttcgt ctttag
Corresponding coding changes:
WT GAAAAGAACT GCCCGCTATGCGGCC AGGTGCTCAAA 
E K N C P L C G Q V L K
G4 GAAAAGAACT GCCCGC                TCAAA
E K N C P L           K
Bases missing are removed in G4 allele.
G4 deletes C G Q V L but maintains frame

