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Sodh-2 CDS_WT.ape from 1 to 1083

Alignment to

Sodh-2 CDS_9-3 allele.ape-- Matches:1079; Mismatches:0; Gaps:4; Unattempted:0

* * * * * * * * * *
1>ATGGCAACAGACAATTTAACAGCTGTTCTCCACGGCATCGAGGACCTGCGATTGGAGCAACGCCCAATTCCGGAAATCGCCGACGATGAGGTTCTCCTGG>100

PR E e PP PP E PP E LT TP

1>ATGGCAACAGACAATTTAACAGCTGTTCTCCACGGCATCGAGGACCTGCGATTGGAGCAACGCCCAATTCCGGAAATCGCCGACGATGAGGTTCTCCTGG>100

* * * * * * * * * *
101>CCATGGACAGCGTGGGCATCTGCGGATCCGACGTGCACTACCTTGCCCACGGACGCATCGGGGACTTTGTGCTGACCAAGCCGATGATCATTGGCCACGA>200

201> [ [LEEETEEEEEE TP ErT T RN RN RN AR RN RN AR AR R AR AR RN NRRRA RN

10 l>CCATGGACAGCGTGGGCATCTGCGGATCCGACG-CTACCTTGCCCACGGACGCATCGGGGACTTTGTGCTGACCAAGCCGATGATCATTGGCCACGA> 196

* * * * * * * * * *
201>GGCAGCCGGCGTGGTGGCCAAGCTGGGCAAGAAAGTGACCACCCTCAAGGTGGGCGACCGCGTGGCCATTGAGCCGGGAGTGCCCTGCCGCTACTGCGAT>300

7> LR e e e e e e e e e e e e PP

197>GGCAGCCGGCGTGGTGGCCAAGCTGGGCAAGAAAGTGACCACCCTCAAGGTGGGCGACCGCGTGGCCATTGAGCCGGGAGTGCCCTGCCGCTACTGCGAT>296

* * * * * * * * * *
301>CACTGCAAGCAGGGTCGATACAACCTGTGCGCCGACATGGTCTTTTGTGCCACACCTCCGTACGATGGAAACCTGACCAGGTACTACAAACACGCCGCCG>400

297> LLEEEEEEEEEEEEEEEEEEE R R TR E e e PP e P e PP T e

297>CACTGCAAGCAGGGTCGATACAACCTGTGCGCCGACATGGTCTTTTGTGCCACACCTCCGTACGATGGAAACCTGACCAGGTACTACAAACACGCCGCCG>396

* * * * * * * * * *
401>ACTTTTGCTTCAAGCTGCCGGATCACGTCAGCATGGAGGAAGGAGCTCTGCTGGAGCCCCTGTCCGTGGGAGTTCACGCCTGCCGTCGCGCAGGAGTCGG>500

3O7>[ILLLTEETEEE TP R TP e E e E PP T LT

397>ACTTTTGCTTCAAGCTGCCGGATCACGTCAGCATGGAGGAAGGAGCTCTGCTGGAGCCCCTGTCCGTGGGAGTTCACGCCTGCCGTCGCGCAGGAGTCGG>496

* * * * * * * * * *
501>TCTGGGCTCAAAGGTGCTCATTCTGGGCGCTGGTCCAATTGGTTTGGTCACCCTGCTGGCTGCCCAAGCTATGGGTGCATCCGAGATCCTTATCACCGAT>600

497> LLLLEEEEEEEEEE R TR R TP E LT TP

497>TCTGGGCTCAAAGGTGCTCATTCTGGGCGCTGGTCCAATTGGTTTGGTCACCCTGCTGGCTGCCCAAGCTATGGGTGCATCCGAGATCCTTATCACCGAT>596

* * * * * * * * * *
601>CTGGTGCAGCAGCGTTTGGATGTTGCCAAGGAGCTGGGCGCCACACACACGCTGCTTCTGCAGCGGGATCAGTCCGCCGAGGAGACCGTCAAGGTGGTTC>700

SOT>[ LTI EE R LT e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e

597>CTGGTGCAGCAGCGTTTGGATGTTGCCAAGGAGCTGGGCGCCACACACACGCTGCTTCTGCAGCGGGATCAGTCCGCCGAGGAGACCGTCAAGGTGGTTC>696

* * * * * * * * * *
701>ACCAGACGATGAGCGAGGTGCCGGACAAGTCCATCGACTGCTGTGGAGCCGAGAGCAGTGCCCGCCTGGCCATCTTCGCCACTCGCTCCGGCGGAGTAGT>800

SO7> [ LLITEETEEETEEE LT PR E PR T TR TP PR

697>ACCAGACGATGAGCGAGGTGCCGGACAAGTCCATCGACTGCTGTGGAGCCGAGAGCAGTGCCCGCCTGGCCATCTTCGCCACTCGCTCCGGCGGAGTAGT>796

* * * * * * * * * *
801>AGTGGTTGTGGGCATGGGTGCACCCGAGGTCAAGCTGCCCCTGATCAACGCTTTGGCACGTGAGATCGACATTCGTGGTGTCTTCCGCTACTGCAATGAT>900

797> LLEEEEEEEE TR TP PP EE TP TP P TP TEET L

797>AGTGGTTGTGGGCATGGGTGCACCCGAGGTCAAGCTGCCCCTGATCAACGCTTTGGCACGTGAGATCGACATTCGTGGTGTCTTCCGCTACTGCAATGAT>896

* * * * * * * * * *
901>TATTCCGCCGCTTTGGCTCTGGTGGCTTCGGGCAAGGTGAATGTGAAGCGTCTAGTGACGCACCACTACGACATCACGGAGACGGCTGAGGCGTTTGAGA>1000

87> LLITEETEEETEEE R TP E TR TP TR E PP E PP E TP EET L

897>TATTCCGCCGCTTTGGCTCTGGTGGCTTCGGGCAAGGTGAATGTGAAGCGTCTAGTGACGCACCACTACGACATCACGGAGACGGCTGAGGCGTTTGAGA>996

* * * * * * * *
1001>CCTCCCGCCGCGGCACCGGTGGCGCTATCAAGGTCATGATCCACGTCCAGCCGAGGGACGCGAACAACAAAGTCAAGTTCTGA>1083

OO7>| [ LILIEEEEEEEE TR e e e e e e



997>CCTCCCGCCGCGGCACCGGTGGCGCTATCAAGGTCATGATCCACGTCCAGCCGAGGGACGCGAACAACAAAGTCAAGTTCTGA>1079



