>pse-Acp26Aa

ATGAGGTTCCTTTTGTTAGTGTGCACCGCAGCACTGCTTCTATCGGTCACCGTGGCAGAAGATGATCCCCCAAAGAGAGATGAACTGGAAGAGCAAAAGTCCCCGTCTCCTCCAAAGGCCGATGAACCAGAGGCGGCAACGTCTCCTCCAAAGGCCGATGAACCAGAGGCGGCAAAGACTCCTCAAAAGGAAGATGATCCAGAGGCGGCAAAGTCTCCTCCAAAGGAAGATGAAGAAGATGACGCGAAGTCACCTCCAAAGGAAGATGAAGAAGATGACTCGAAGTCACCTCCAAAGGAAGATGACCCAGAGGTGATAAGGTTCCCCTCGGAATATGGCTCGATGGGTAACAGGGTAGCTCAGGCAAATCCATACCCACGTAGATATTGGACGAATAGAAGAAACCGACAAGAGCAGGCCATCGGGAGGATGGCTAAAAGGATATCAGAAATGCAGAGAAATTACGCTTTGTCCAAGGCGAAAAACATGACATTAGCCGCGAAGATGGAAGCTTTTAATAAGAAGTTGTACGATGTGACAATGGATCTGAGAAGGGCTGAACAGCAGATAGAAAATTGCAAGGATGTCGATACGGGAAATCCATTGATACCTCAGCGGAATGTGAATAGTCCTAGCATAGGCCCTGTCTATACATTTAGGTACATCCGTCTGCTAAGGTACCTACGTGCGAATATTGACAGGGAATTAACGGCTGTCACGAACTTGAAATGGAGTAGAGAGAAGGGAAAGTAG

>pse-Acp26Ab

ATGAACTACTCTTCGTTGCTCTGCCTTTTGTGCACTATTTGTCTCTGGCGGTGCAGTACGGCTGATCCACAGCTCAGAATTCGCTCTATTTCGCGCAGCAGTTCCCAGCAGATGATCGATGGGCAGCTAAGGACTGTCCGCAACGAGGTGGAGGATAATTTGGACACTGATAATGGACTGATGGTCCGCACAAAAAAATCCAAAAGGAAATCGGATATCATGAGCAAAAGAGCCGCTGCTCGTATGAAATATAGGCTGGATACGGGAGTGGCACGTTAA

>pse-Acp32CD

ATGTGGAGGATACGGCTACTCACACTGGTCCTGCTGACCCTCGTCCAGATGGAGGCGACCAGGGTCCTCGGTCAAAAGTACTACATGAACTTTGCCTTCAACAACAACAATCCCGATGCGGCGCTCAGCGGCGAGGGCAACGGCGGGGGTGGCGGCGGTGCCGATGGCAGAACGTCCCCAAACGAACAGTACAACGATCATGGGATCGGGGATGAAGGTGACCATGACGCCGATAACCTCAGCTATCACAACGCTGACGGAGGCGATGATAACGGAGATCATAACGAAGGACCCCAAGGGGATCATGGCGGTGATCACGACGCTGATTACGTAGGGGGTGATCACGATGGTGGCGATGGAGGCGATGGAGGCGATGGAGGCGACGGTGGCGACGGGGGCGATGGGGGAGACGACGGTGGTGGTGGCGATGGTTTAGACGATTACGTTGACAATGGCGATGCCAACGATCATGGTGGTGATGGAGGCATGGATAATGGTGACAATGGCGAGGGTATTCCCGATCCAATTCCCGGCGTTGATGACGACGACGACAGCGACAGCAAAGACGCGCACAACCGTCGCCAGAAGTTGGCCGAGATTGAGGCCGAGGGAGGCGCCGCTGCGAACGGAGCACACAGCCACCACAGCAGCTACGAGATCAGCATCGACGACAGCTTCGGCGGACGATATGTGCGCTCCATCTACGAGAGCAGCGAAAGCCACGGCCACTCCGGCAGCCGGGGCGGCTCCGGCAGTGGGGGCAAGGCGGACAGTTCTGACAGTCAAGGAGGAGGAGGTGGAGGTGGAGGTGGAGCCGCCGCTGGAAGGGCACGCAAGGCACCCAAGGCCCCCAAGGCCAAAGAAAGAACGTACGGGATAGATGACTACGAGGAATACTGA

>pse-Acp53Ea

ATGAATCTGCTTAAAGCCGCGCTATTGCTGAGCGCGTTGGTTGTCTTGTCTGAGGCCGGGGAGGAGTCAGGGTCCATAGACTGGGAAAAATGGCTGGAGTGCACCCATATTGGCGCCAGAGCTTCGGCGCAAATACTGCGACGCACCATCCCCGCGATGCGTGTATTATATCAGTGCATCGACTTCGAGCCTCTCCGCGACCCCGAATTTAGTCAACTCAGACTTCTCAAAAACATCTACAAGTTCCTGAAGCTATCTGTTTACGACAAACAGAGCTGTCTGCTTGACCCCCTCAAGGGAGTTGTCAACACCCTCGAGCCATACGTTGAGAGGATTGATAGCATGCACTGCTTGGACTCCTAA

>pse-Acp53C14a

ATGCATTTGATCAAGGTCACCTTGTTGCTGAGCTTATTGGCTCTGTGCCATAAGAGTCAGGTCCAGGCATTTTCAAAAGATTTTGACAAGTACCTGCAGTGCTTCGAGGTGATTAACGACGGGGTGTCCTTGCTGATCGAAAACACCATTCCTGCAATAAAGATCCTGGTTTTGTGCATTGACTATCAACCCCAGTTGGAAAAGGGCAATAGCTTCCTCAAGTACATTCGAATCGTGCACCAATTTGCCAAGAAGGCGATCTACCATAAGCCCGATTGCCTTATCCAGATGTTCTCGGCGGCTGTCACTTTGCTGAAGCCCCAGGAACGAAAGTTAGACTCCCTGAACTGCTTTGAGGAGTAA

>pse-Acp53C14b

ATGAACGTGCTTAGGTCGATTTTACTGCTGAGTTTCTTGGCTATTTGCCTGGCCCCGAAGCAAACCGATGCACAGGCCATAATTAACCCCCAATGGAGCAAGCTAAGCAAGTGCGCCCAAGTGGGCGTCGAGGCGGTGGCCAAGGTCGTCACCAACGTCATTCCAGCGGTCTACGAGATGCAGATATGCTCCTTCTATACGGCGCTTCCACCGAAGGATGGCAAGCCAAAATCATCGATATGGTACCTAAAGAACATTTATCGGTTCTTTAAGAAGCTGGTCGTAAATAATCCAAAGTGCCTCAAGCTCTTGGTGACCCAGGCAACGGAACTGATCAAACCATATTCCGAACAAATCGAGGAATTGGAATGCCTGCAGGAGAAAGACTACATCTTGTAG

>pse-Acp53C14c

ATGAAGTCCATCCAGGCCATTTGCCTCGCCTGCTCAGTGATCCTGCTGGGATCCGTTACTAAAACCGTGTCTGCTGAAGGACTGGATATCGATAAGATGGCCAAGTGCTTTGACTTGTGTGTCGAGGTAGCCTCAGTCGTGGGTCTGAAGATTGTGCCCACCATCAAATCCCTGGCGAAATGCGCTAAATTTGAGCCCATGAAGACAAAGGATCTGGATCCTACGGCGGTGCTGATGCTGGCCTATCAGTTCATCCAGAAGATCGTCGGCAACCAGATGTGCCTGTTGAACACCATCCAGGAAACAAGAGATCTGCTCGCTCCGTTTGCCACAACGTTCTCTACATTAAAGTGCCTCACTGACTAG

>pse-Acp53C14d

ATGCAAAGAGTGAAGGTTTCACTGCTCCTCGGCTGTCTGCTTCTGTTTCAGTTCAGACCAACCGCAGGGCAGAAGATCAACCTGATCAAGGTAGGGAATTGCGTTGAAGCGGGCCTGGAGCTGACGGCTAGCCTCGCCATCCAGATCATGCCCATGATGAAAGATCTGCTGCAGTGCGTGGGCTATTTGCCCAAGATCAGCACTGCCAGAGTGAATAGGGTGCAGCTTCTGGTGATCATCTACCAGTTCGTCCATAAAATGTTGATGGGCGAGCGTCTTCCCTGCCTGATGAATGCCTACATGACGCTATCGAGCGTCGTGGGTCCTTACTTGGAGAAGATGAACTCCTTGCAATGTTCCTATTTGTTTGTGAAGCCACCTCTATGTTGA

>pse-Acp53C14e

ATGCAGTGCTTAAAACCCGCATTAATCCTGAGCTGTTTCTGGATATTAGCGAATACCCAGTCGTACAGCCTCAAGCAGATTGGCGTCTGCTCCCAGATCTTCCTCGAGGCAACTTCAGACCTCACCAGCAAGGCTATGCCCATTGTGAAGACTATGTTCGAGTGCATCAGCTTCAAGACTTCGGAAAATTTGGCAGCACTCGATACCAGAACATTCAAGGATGTGGCCTCCAGGTTTCTGGGAGAGCTCGTCCAGAATCCCTCGTGCCTTCTCGATTTGGCCACCTCGATAAAAAAAATCTTGGGACAGCATTTCGTGCGACTGAAGACCTATAGATGCATGTACCTGGGTGTGGCGCCGTCCTGTATACCCAAAGATTTATAA

>pse-Acp53C14f

ATGAAGAACATTCTGCTCATTGGCTGTCTGTTGCTTATGGTACCCTTTCTGTGGGGTCAGGAGTACAACCTTGGCGTAATAGGCATATGCTGGAGGATTTTCCTGGAAGCAGCCTCCACCATTGCGAACCGTGGCATGCCCCTCATCAAAGACCTGGTAAAGTGTACCAACTTCACGAACAGCGTTGATCTGGAGAGCATGGACGTACCGATGCTCATGATAACGGGATTCAGCTTCCTGCAACACGTGGCCATGGCCACCGACTGCCTGTGGAACATGACCGATGCGGTGGCCCAGATTCTAGAGCCCCATTGGAGCAGGTATTCCAGCTATCAGTGCAGTTACATTGGTGTTCCGCAAAGCTGCCTGCCCTTAGCGGGCTGA

>pse-Acp62F

ATGCACAAGTTGCATTGGAAATATATTTGCCTGGTGTGCCACCTGCTCGGAATCGTGGAATCTGCCAGTCCTGAACAACCGGAGGTAGACTGCACGGTGAATGGAACATTGGCCTTATGTCCCAGCCCCTGTCCGGAAACCTGTGAGTTTCTGAGTGAAACCTGCACGAACGAGTGCGGGGGACCTTGTGTGTGCAAGGAGGGTTACATTATCGACGGTGATCTCCGGATCTGTGTCCTAAGATCGGATTGTCCCGCGGAACTGCAGCAGACGACGATACACCTGCACTATCCCGTGAATATCAAGTATTTCGGATCGTACTTAATCCACAACGATTCTACGGACTATAAAAGCTGGGAAGTGCGGATACGCACGATTCGAAAACCCATCGCATTGAATGAAGACTAG

>pse-Acp70A

ATGAAGGTCGCTACTTCAGCAATGCTACTCCTTATGCTCGTGGAAGCGGCTGTGGGCGTGCCGGCCTGGGGCCGTATGACTTCGCGAAGGCCAACGCCAAAGCAAAGCCAAGCACAATTTCAGAAATGGTGTAGACTTAACTTTGGTCCGGCCTGGGGTGGCAGGGGATGCTAG

