Dear Flybase

Please find below result of complementation tests of four mutant fly strains on 2R (listed in below), which are deposited in “Genes (mapped, but not to the sequence) in CytoSearch”.
1. I(2)46Eh (9878)
2. I(2)46Ej (9869)
3. I(2)46Ej (9879)
4. I(2)46Eg (9881)

Complementation tests were carried out with three 2R-deficiency fly strains (BSC281, BSC350, and BSC595), which have deficiencies around 47A1 (please see results below).


	Symbol
	BSC281
	BSC350
	BSC595

	I(2)46Eh (9878)
	lethal
	Lethal
	complemented

	I(2)46Ej (9869)
	complemented
	Complemented
	complemented

	I(2)46Ej (9870)
	complemented
	Complemented
	complemented

	I(2)46Eg (9881)
	complemented
	Complemented
	complemented


These results suggest that the I(2)46Eh strain carried a lethatl mutation lying the overlapping region between BSC281 and BSC350.

While this information is not of use for us, it may be helpful to people working in this area. Please do not hesitated to ask if this is unclear,

With best wishes,

Yasuo Yamazaki Ph.D. and Ruth Palmer, Ph.D.

Department of Molecular Biology,

Building 6L,

Umeå University,

S90187 SWEDEN

Tel: 0046 (0)90 7856786
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